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Materials and Methods
Comparing mixed effects models. We employed linear mixed-effects modeling in the lme4 package in R to test whether the seasonal mean number of microbial species recovered per chimpanzee gut microbiome was influenced by chimpanzee sociability independently of the composition of the chimpanzee diet. We compared two models, both of which included the individual chimpanzee from which each fecal sample was collected as a random effect. A likelihood-ratio test via lrtest in the package lmtest indicated that the seasonal mean number of microbial species recovered per chimpanzee gut microbiome was significantly better predicted by a model in which both mean HWI and dietary evenness were considered as fixed effects than by a model considering dietary diversity alone as a fixed effect (Chi-squared = 12.812; p = 0.000344).
In addition, we employed linear mixed-effects modeling in the lme4 package in R to test whether the seasonal mean number of microbial species recovered per chimpanzee gut microbiome was influenced by the composition of the chimpanzee diet independently of chimpanzee sociability. We compared two models, both of which included the individual chimpanzee from which each fecal sample was collected as a random effect. A likelihood-ratio test via lrtest in the package lmtest indicated that the seasonal mean number of microbial species recovered per chimpanzee gut microbiome was significantly better predicted by a model in which both mean HWI and dietary diversity (as defined as the Shannon's evenness index of the proportions of food types listed in Table S6 ) were considered as fixed effects than by a model considering HWI alone as a fixed effect (Chi-squared = 10.848; p = 0.000989). Table S1 .
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